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Table S3. AAVs ing human retinal cells
Name Construct Nb |Host gene TF Length (bp) icati AAV ype |AAV titer Targeted cell types
site (GC/ml)
In order of abundance

ProA1 SynP136 Gnat2 2000 ONLor GCL |BP2 1.43E+13 s-PR C Cones
ProA6 SynPI Fabp7 1229 ONL BP2 1.20E+13 PR R Rods
ProA7 SynPVI Gnat2 500 ONLor GCL |BP2 1.14E+14 C,AC,GC PR Photoreceptors
ProA8 SynP3 Cmtm8 2000 GCL BP2 1.78E+14 HC, GC HC Horizontal cells
ProA9 SynP5 ‘Wfdc10 2000 GCL BP2 4.26E+12 AC, GC BC Bipolar cells
ProA14 SynP57 Prph 2000 GCL BP2 2.71E+13 PR AC Amacrine cells
ProA17 SynP60 Rdh5 2000 ONL BP2 5.48E+13 AC AllAC All amacrine cells
ProA19 SynP62 Rpe65 2000 GCL BP2 5.06E+13 GC, MG GC Ganglion cells
ProA20 SynP64 mGIuR1 1272 GCL BP2 8.04E+13 GC, s-AC MG Mueller glia
ProA21 SynP66 Car14 2000 GCL BP2 1.06E+14 GC,AC s-"X" sparse expression
ProA22 SynP68 Cp 2000 GCL BP2 3.03E+13 AC, GC, MG
ProA28 SynP95 Opn3 2000 GCL BP2 1.38E+13 GC, AC, MG
ProA29 SynP98 Ift27 2000 GCL BP2 1.37E+13 HC, AC, GC
ProA33 SynP140 C3ar1 2000 GCL BP2 2.50E+13 AC, GC
ProA36 SynP166 Revrn 2000 ONL BP2 4.56E+13 PR
ProA37 SynP6 Mosc1 2000 GCL BP2 7.10E+12 HC, AC, GC
ProB2 SynP132 Rpe65, Hbb-b1, Rgr, Ttr, Mfsd2, 592 GCL BP2 2.80E+13 AC

Rdhs
ProB6 SynPIV Pde6h, Pde6c, Cngb3, Fabp7, 1118 GCL BP2 1.99E+13 PR, AC, GC

Gngt2, Ppm1]j, Gekr, Igj, Arhgdib,

Clca3, Len2
ProB7 SynPV Pde6h, Pde6c, Cngb3, Fabp7, 1482 ONL BP2 5.05E+14 AC, GC

Gngt2, Ppm1j, Gekr, Igj, Arhgdib,

Clca3, Len2
ProB8 SynPVII Gnat2 519 GCL BP2 1.40E+14 C,AC, GC
ProB9 SynPVIII Igfbp6, Cmtm7, Pomc, Slc18a3, 406 GCL BP2 1.85E+13 GC,AC

Sic10a4, Cmtm8
ProB10 SynP7 Sept4 12.Feb GCL BP2 3.55E+13 AC, GC, MG, PR, HC
ProB14 SynP169 Gnat2, Dab1, Arr3, Fbxo32 71 ONLor GCL [BP2 4.25E+13 AC, GC
ProC1 SynP123 Zfhx3 734 ONLor GCL [BP2 3.86E+13 s-PR
ProC3 SynP124 Etv1 694 ONLor GCL [BP2 117E+14 AC, GC
ProC4 SynP8 Lhx1 764 GCL BP2 4.77E+13 GC, MG
ProC5 SynP9 Nr2e3 764 GCL BP2 1.30E+13 AC, GC
ProC8 SynP35 Tcfap2a 814 GCL BP2 6.55E+13 GC
ProC9 SynP40 Pou4f1 734 ONL BP2 3.76E+14 AC, GC
ProC11 SynP46 Sox2 230 ONLor GCL [BP2 8.73E+12 AC, GC, s-PR
ProC13 SynP82 Sox2 1017 GCL BP2 1.76E+14 HC, MG, AC, GC
ProC17 SynP107 Dix2 754 ONLor GCL [BP2 3.11E+13 MG, GC
ProC18 SynP108 DIx5 734 GCL BP2 2.35E+14 AC, GC, HC
ProC19 SynP109 Mash1 674 GCL BP2 4.21E+14 GC
ProC21 SynP113 Gli1 714 GCL BP2 4.89E+14 AC
ProC22 SynP114 Gsh2 774 GCL BP2 2.89E+13 HC, AC, GC, MG
ProC23 SynP115 Six3 834 GCL BP2 9.57E+12 AC, GC
ProC24 SynP116 Foxg1 654 GCL BP2 9.14E+12 AC, GC
ProC25 SynP119 Mef2c 754 ONLor GCL [BP2 217E+13 AC
ProC26 SynP120 Satb1 834 GCL BP2 1.67E+13 AC, GC
ProC27 SynP121 Arx 834 GCL BP2 5.69E+13 AC, GC
ProC28 SynP122 Mafb 694 ONLor GCL [BP2 5.72E+13 AC, GC, MG
ProC29 SynP151 Irf8 774 ONLor GCL [BP2 2.15E+14 GC,C
ProC30 SynP152 Cebpa 736 ONL BP2 1.13E+13 AC, GC
ProC31 SynP153 Runx1 736 ONLor GCL [BP2 5.97E+13 AC, GC
ProC32 SynP154 Nfe212 814 GCL BP2 9.04E+13 AC, GC, MG
ProC34 SynP167 Pou4f1, Isl2, Pou3f2, Irx6, Eomes 924 ONLor GCL |BP2 4.08E+13 AC
ProC36 SynP171 Cebpa, Nfe2I2, Irf8, Runx1, Batf3, 986 GCL BP2 1.60E+13 AC, GC, MG, PR

Mafb, Myc

ProC37 SynP172 Tcfap2a, Id4 578 GCL BP2 2.62E+13 AC, GC, HC
ProC38 SynP173 Nrl, Nr2e3 550 GCL BP2 1.05E+13 AC, GC
ProC71 SynP13 Sox2 828 GCL BP2 1.69E+13 AC
ProD5 SynP161 297 ONL or GCL _|BP2 3.94E+13 PR




